RNA Amplification Kit

NN 28 Amplification method of choice
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To Order:

Genisphere Inc.

2801 Sterling Drive

Hatfield, PA 19440

Tel: 877.888.3DNA
or 215.996.3002

Fax:877.FAX.3DNA
or 215.996.3070

www.genisphere.com

SenseAmp Amplified

I [or small intact or degraded samples
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Higher Fidelity Amplification
When compared to unamplified RNA by gRT-PCR analysis, SenseAmp sRNA
has a higher correlation (r2 = .93) than aRNA produced by conventional Eberwine

amplification (r2 = .86)

Amplification of Degraded and Prokaryotic RNA
SenseAmp has the unique ability to amplify degraded and prokaryotic RNA samples

Full-Length Amplification
SenseAmp produces nearly full-length transcripts, and avoids the 3’ bias

of other amplification methods

Sense-Strand Orientation
SenseAmp produces RNA in the original “sense” orientation which can be labeled
using the conventional methods used with unamplified samples

Faster, Easier Protocol
Because SenseAmp kits do not employ second-strand systhesis, they have a faster
and easier protocol than conventional amplification Kits

SenseAMP Catalog #s:

RAMP110 10 assays each
RAMP120 | 20 assays each

Genisphere

SIGNAL + SAMPLE AMPLIFICATION PRODUCTS

Reagents required for T7 transcription
are not included in the kit and must be
purchased separately.



